Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.004 Å; R factor = 0.035; wR factor = 0.082; data-to-parameter ratio = 8.6.
In the title mefloquine-oxazolidine derivative, C 24 H 20 F 6 N 2 O 2 , the oxazoline ring adopts an envelope conformation (the flap atom is N) and the piperidine ring has a chair conformation. The oxazoline and benzene residues lie away from the C 6 ring of the quinoline group and, to a first approximation, to one side of the plane through the ten atoms (r.m.s. deviation = 0.025 Å ). An intramolecular O-HÁ Á ÁN(piperidine) hydrogen bond is present. The crystal packing features C-HÁ Á ÁO, C-HÁ Á ÁF and C-HÁ Á Á(hydroxybenzene) interactions.
Related literature
For background to the anti-mycobacterial activities of quinoline derivatives related to mefloquine, see: Gonçalves et al. (2010) . For additional geometric analysis, see: Cremer & Pople (1975) ; Spek (2009).
Experimental
Crystal data C 24 H 20 F 6 N 2 O 2 M r = 482.42 Orthorhombic, Fdd2 a = 27.2766 (11) Å b = 34.1005 (9) Å c = 9.4431 (2) Å V = 8783.5 (5) Å 3 Z = 16 Mo K radiation = 0.13 mm À1 T = 120 K 0.40 Â 0.20 Â 0.16 mm
Data collection
Enraf-Nonius KappaCCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2007) T min = 0.799, T max = 1.000 13970 measured reflections 2660 independent reflections 2519 reflections with I > 2(I) R int = 0.043 Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.082 S = 1.10 2660 reflections 308 parameters 1 restraint H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the benzene ring C19-C24. , 1975) . The 10 non-hydrogen atom comprising the quinoline residue are co-planar with the r.m.s. deviation being 0.025 Å. With reference to this plane, the oxazolidine residue, with the exception of the O1 atom, lies to one side of the plane. By contrast, the benzene ring is somewhat splayed [forming a dihedral angle of 50.34 (11) °] with half the ring above and the other half below the plane through the quinoline atoms. The oxazolidine and benzene ring are directed away from the C 6 ring of the quinoline residue, and the hydroxyl group is orientated to allow the formation of a O-H···N hydrogen bond, Table 1 .
Molecules are stabilized in the crystal structure by a combination of C-H···O, C-H···F and C-H···π(hydroxybenzene) interactions, Table 1 and Fig. 2 .
Experimental
The compound was prepared as reported in the literature (Gonçalves et al., 2010) and was recrystallized from its ethanol solution for the structural study.
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-1.00 Å) and refined as riding with U iso (H) = 1.2U eq (C).
The O-bound atom was treated similarly with O-H = 0.84 Å, and with U iso (H) = 1.5U eq (O). In the absence of significant anomalous scattering effects, 2163 Friedel pairs were averaged in the final refinement. The stereochemistries at the chiral centres were chosen to match the starting mefloquine reagent (Gonçalves et al., 2010) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0274 (7) 0.0554 (10) 0.0227 (8) 0.0085 (7) 0.0077 (6) 0.0121 (7) F3 0.0377 (9) 0.0460 (9) 0.0160 (7) −0.0085 (7) −0.0028 (6) −0.0014 (7) F4 0.0344 (8) 0.0471 (9) 0.0347 (9) 0.0040 (7) −0.0083 (7) 0.0118 (8) F5
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Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the benzene ring C19-C24. 
